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IR far2 FFRE L

WnoEYS % 8, FRE, m B, HEEEF,
SR I V3
(1. M BERLKE BRI AR A W2F 2, SEMN SPH 5500255 2. S0 EERL RS Rl B2 Bl 2E At 5T vl
T SRBH 5500255 3. SRMERIRSE A S TRE2:BE, S 5 FH 550025;
4. THER RS B2 R i S50, 5 5EBH 550025)

WE: [ B ] FREES R MI3266 A FARE IR REITLE S, SR TR MI3266 5% 1) 5
W [ 7k ] it it G 24 i 2248 i 32 MI3266 J275 1 7 LU S MI3266 Wi FIEM R 15 fifil MI3266 A%,
HABE RS, 2 DAPL YRt (O WERAE RGUEA2AAR Mk R I PCR J5vA %508 28748 fh 3R MI3266 5200 1%k
Mo [453R ] BARR MB3266 A0, HHBRU AT E; KAEHR MI3266 HERIIEILERT®, 14 Bz
AR, B S AN AR R MI3266 SIS far2, [ 4518 ) ABFIRAE T 1A far2 BigeAsik, %
ARMERE A AT T, ST far2 BN SRESRBE TR AE A

KHEIR): SBNE R, DN, SETmANAEAR T far2 FEH; Minos B5HEF
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Identification of a Novel Mutant of fat2 in Drosophila melanogaster

SUN Rong'?, YANG Min', LUO Junpeng’, XIANG Yang', TIAN Yingxue',
LIANG Dan’, WEI Wei', ZHANG Qinghai"**
(1. Department of Biology, College of Basic Medicine, Guizhou Medical University, Guiyang 550025, China;
2. Research Center for Basic Sciences of Medical, Guizhou Medical University, Guiyang 550025, China;
3. College of Biology and Engineering, Guizhou Medical University, Guiyang 550025, China;
4. Key Laboratory of Medical Insects, Guizhou Medical University, Guiyang 550025, China)

Abstract: [ Purpose ] To test the fertility of mutant MI3266, observing the morphologic variation of
mutant MI3266 in reproductive system and identifying the gene inserted by MI3266. [ Methods ] Gen-
etic crosses were used to examine the sterility of MI3266, including male and female of M/3266. Fur-
thermore, the reproductive system of adult flies was dissected and stained with DAPI to observe the
morphologic variation of reproductive system. Finally, the gene related to MI3266 was identified by
inverse PCR. [ Results ] Mutant MI3266 was sterile, as was its female. The ovary of mutant was ab-

normal. Its egg chamber in stage 14 was spherical, and its dorsal appendages were dramatically short.
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The gene inserted by MI3266 was fat2. [ Conclusion] A new fat2 mutant was identified and its fe-

male flies were sterile, providing a new mutant for studying the function of faz2.

Keywords: Drosophila melanogaster; ovary; planar cell polarity; fat2; Minos transposon
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[ 5 4~ EGF S50+,

B JE A5 AR BRI LA S D S A8 K . M-
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FRZWRIESS, 7% FIEW; 78 EP B inA 70%
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FHOBEHEW, 25850 1 min, PR W IR 4
LW, HEZEEPENOEELELE, AR
4l JC T 7K 25 L ¥ R UTTE , 56 SR i 3 R 4]
DNA R
1.2.4 I DNA B

B 0 KL X 4 DNA 8.5 L, FR 7l 1 Py 4] i
Sau3Al 0.5 uL, 10xBuffer 1.0 pL, W& & N
10.0 uLo 37 °C FrKBE P EFD] 2 h,
1.2.5 SFiEIE R4 DNA B 00iE

I EEDI = RN 3 mol/L B R4 1 uL F1JG
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14 800 r/min &5.0> 10 min, & W ; A VKE
) 70% B 500 uL, 4 °C 14 800 r/min 5.[» 5 min,
s W, BT A ddH,0 25 pl.
1.2.6 50 5 K 41 DNA B Y30 77 3% 42 e i
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ISR g 56 TR 21 DNA il U) D03 7= ) 8.8 uL,
T4 DNA Ligase 0.2 pL, 10xBuffer 1.0 pL, 52
KFH 100 uL, T 4 CrkFhEEE K. &%
ULiE BRI 1.2.5 75,
1.2.7 %I PCR
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1] PCR ¥4, MM 2] Minos % FEF46 AL E .

JZ I PCR 4 K 2 15.0 uL, f 45 BEULTE
Y1 6.5 ul, EHESIY 0.5 uL, Fi#ESIH 0.5 uL,
10xEx Tag Buffer 1.5 uL, dNTP Mixture 1.2 pL,
TaKaRa Ex Tag 0.1 pL, ddH,O 4.7 pL., J [A]

PCR ¥ 427 R 95 °C FiAst: 5 min, 95 °C A8k
30s, 50 CiB Kk 30s, 72 °C ZEfH 1 min, 335
MEA; T 72 C S5 5 min, 4 C 1LV
S 1) PCR =4 1.0% BB M e e Jic Gl , 22
R J5 B S 1) PCR P34 p= W% 354 T A T/
(L) Bt A3 BRA W HEAT I, 05 45 51— F
Flybase (http://www.flybase.org/) 17 BLAST .
Xt, RE] Minos 5 T4 AN, FHHIBEHAE A
J7 ] FIRE I () A

2 HBRESH

2.1 MI3266 ‘£ RE 1% E

wE 1 PR BRI w3 d BFEAT 2 1)
S EL, SdRTEA 3 IRYH, SEPAR w3
i sddd 1a, e) ML, MI3266 AYMETE4EG AL &
TS IRl R 24 5 5 5 3 R I AR
HA 5 R AR WP Jegh i (B 1b, ), MHEFHE
INB TR, DL MI3266 5575 5 R i B AT
s HEPESEG MI3266 5B AR W' AhLr b AR
Lha, 3 KAFEA, HA S KEEWEEIEY
AR HLA KO EAE R gh de (B ey g), BLHH
MI3266 5378 5 R 4l G HEMA S PTG 5 MRSl
& MI3266 5 B 1 B WS B R R S IS, AR
3RBEAIN =, HA 5 KK WAL H0 & %) h
(E 1d. hy, FEFRENBREELE, B MI3266
AR S RN AE A HEM AT F 1.

W 2 fizs . 25850 7 K, WA BRI D) K4t
B AR i FR R B A RUAD L S W' ISR
TR TR Al A AR T R S Al AR
7 it A L SRR I AT 2 ) R B AR R R 'S 5 4l
B AL i R AL R AS I A B 3 I 4l
U, A P B R A ST G HA
VLXK 2 A aesc b B ek = A e AR . S5 A 1/
& 2 AT MI3266 578 i R A A HEIR AT E
HAEFE 2 50 0] BEATAE W] WL BRI
2.2 MI3266 YR LR TR

YA UL W' SR D SRR IE R, DY LA
H— A TEARTFR R T BRI E AL, 4T 14
BB R = SRR, MR (B 3a. o);
RAF I FRA MI3266 WU EESIIE S R0, AT 14
BB B E SRR, AU AR KT (K 3b. d)s
2.3 MI3266 fi N R % E

f & 4 AT%1: 5 DNA 2000 Marker fHH, 28
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Fwltsx Qytits 5d AMI3266xOMI3266  5d 3MI3266xQw!" 5d EwxQMI3266 5d

TE: a) Fl e) 205 R BF AR RURE 3 01 5 d B FRAE (WP HRAL) s b) T D) S35 404 2878 i R MER I 5 4l 5 2878 i R MER AR S 3 0 5 d B R SE: o
) MR A SR i AR MR w' WP A AN LRSS 3 0 5 d B SR AR ) 1 h) 23S SRR S AR LG MR w! B A AR SR R TR 52 3 A
5d Higrdk.

Note: a) and e) are the culture medium of wild-type flies for 3 days and 5 days (control group), respectively; b) and f) are the culture medium of homozyg-
ous mutant virgin female and homozygous mutant male for 3 days and 5 days, respectively; c¢) and g) are the culture medium of homozygous mutant male
crossed with wild-type virgins 3 days and 5 days, respectively; d) and h) are the culture medium of homozygous mutant female flies crossed with wild-type
male flies for 3 days and 5 days, respectively.

Bl1 3 35 REEFREAIIFLIFR
Fig. 1 The hatching of eggs in culture medium of the 3rd and the 5th day

T a) BPARAIN AR b) 4G 5078 i RN 15 AL i R AL ZORIAR S s ) SR RAL i R AL 2R S5 BF AR BN IR A 5 d) Al 578 it AR M 5 B A
T2 MBI AL

Note: a) the wild-type control; b) the cross between the homozygous mutant males and the mutant strain virgins; ¢) the homozygous mutant virgins crossed
with the wild-type males; d) the homo-mutant males and wild-type virgins.

2 FRETREEFENRBEKER
Fig.2 The growth of each vial on the 7th day of hybridization
7R i BRI S5 KNG SR 700 bp, KR w''S Pk GE S PCR P84 =W P 45 5% . CCGGGT-
TEH, VLAY B3 MI3266 3 A KL AL R 2 GGGAGGATGCATTGGTATGTGTTATCTTTAG-
< TAGTATTGATAATATAGTGTGTTAAACAT-
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T
e a) Al o) BPAE AU AL w5 b) B d) 28728 R MI3266.
Note: a) and c) wild-type control group w''’*; b) and d) the MI3266 strain.

3 RIBIPE DAPI e
Fig. 3 DAPI staining results of Drosophila ovary

MI3266 w'® W

7£: M. DNA 2000 Marker; W. 7K .
Note: M. DNA 2000 Marker; W. water.

El4 EIKENLER
Fig. 4 Electrophoresis results

TGCGCACTGCAAAAAAACATGCTGTTCG-
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GCACTACTCCCGAAAACCGCTTCTGACCTGG-
GAAGCTTCCGTTACATTAGTGCTTTTG,
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