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Abstract: [ Purpose] Hippeastrum chlorotic ringspot virus (HCRV) can cause serious damage and
is transmited by Taeniothrips eucharii. The aim of this study was to provide the theoretical evidence
for controlling HCRV. [ Method] In this study, SYBR Green method of real-time fluorescent
quantitative PCR (qRT-PCR) was used, combined with the specific primers for HCRV N gene and f-
actin gene of T. eucharii for quantitative analysis of HCRV content in different treatments. [ Reau-
1t] This method could accurately and specifically quantify the HCRV virus in T. eucharii. quantitat-
ive of HCRV RNA. The concentrate of HCRV was the lowest in 1* larvae. There was no statistical

difference in 1* larva, 2™ larva and pura. And the concentrate of HCRV was the highest in adults.
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HCRV was growing gradually after the 1* larvae acquire HCRV. [ Conclusion] This indicated that

T. eucharii transmitted HCRYV as a persistent-propagative manner.

Keywords: Orthotospovirus; Hippeastrum chlorotic ringspot virus (HCRV); thrips Taeniothrips

eucharii; transmission properties
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Tab. 1 Primers for qRT-PCR

H B F gene 5194 K primers JF%1 (5'—3') sequence Jr BEK/INMbp size
WEFT-26F GTATCGTCCTGGACTCTGGTGA
P-actin® 130
WEFT-92R GGAAGGGCGTAACCTTCATAG
N HQIF AGGGTTTCATTAGAGCCA 1o

HQIR CATTGACCATAGGGAGGT
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Fig. 1 Melt curve of S-actin (a) and N gene (b)
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