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Isolation and Identification of a Fungal Disease from Bletilla striata
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Center of Chinese Medicinal Materials, Yunnan Agricultural University, Kunming 650201, China)

Abstract: [ Purpose] In order to clear the pathogen causing leaf lesion with brown-black circle spot
of Bletilla striata. [ Method ] This study was isolated and purified the sample of B. striata collected
from Funing County, Yunnan Province, through morphological identification and verification of
Koch's Postulates to verify if the strain could cause the same diease of B. striata . [ Result] The
strain could cause the same diease of B. striata as the sample, and it was finally identified as Daldinia
sp. by morphological observation and rDNA-ITS sequence analysis. The strain was numbered BJ-
HTKLC, the colony morphology and microstructure were described as following: black brown in

middle, marginal gray, concentric whorl, attachment base growth, aerial mycelium growth slower,
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hyphae villous; hyphae with septa, branched, 9-20 um wide, average 13 pm wide, spore morphology

were elliptical or kidney line, 11-16 (17.8) umx6-9 (10.2) um. ITS sequence had the highest similar-
ity to D. concentrica, which was 97.1%. [ Conclusion ] BJ-HLCTK belongs to the genus of Daldin-

ia sp., and which has the highest close to fungus D. concentrica species (D. consentrica) . The fungus

is mainly harmful to a variety of broad-leaved tree species and damaged xylem to form mottled rot. In

this study, we first reported that the host of this pathogen was Rhizoma Bletillae.

Keywords: Bletilla striata; Daldinia consentrica; isolation and identification
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Fig. 1 Symptoms of D. consentrica on B. striata
from Funing
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Fig. 2 Symptom caused by the inoculated fungus on
B. striata in greenhouse
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Fig. 4 Microscopic characteristics of hyphal structure of
pathogenic fungi
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Tab. 1 Information about the related strains used for

homology analysis

e E FR
accession No. strain origin
KU571495 Daldinia sp. 1B India
KC895542 Daldinia eschscholtzii
KR016835 fungal endophyte AT LR L AL
Papua New Guinea
GU066682 Daldinia sp. ISk PE IV Malaysia
GU222391 Daldinia eschscholzii
KT355731 Daldinia sp. I India
KU317718 Daldinia eschscholtzii # [ China
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Fig.3 Morphology of colonies characteristics
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Fig. 5 Microscopic characteristics of spore of
pathogenic fungi
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Tab.2 Comparison of nucleotide sequence homology of related strains %
J¥ %1 sequence LCTK KC895542 KU571495 KRO16835 GU066682 GU222391 KT355731 KU317718
BJ-HLCTK 97.1 95.2 59.6 96.8 94 92.2 96.7
KC895542 97.1 97 60.7 94.9 95.6 93.6 95.1
KUS571495 95.2 97 63.1 97.2 95.9 96.5 94.4
KRO016835 59.6 60.7 63.1 63.4 60.9 63.2 59.1
GU066682 96.8 94.9 97.2 63.4 94.6 98.1 91.3
GU222391 94 95.6 95.9 60.9 94.6 93.6 93.1
KT355731 92.2 93.6 96.5 63.2 98.1 93.6 91.1
KU317718 96.7 95.1 94.4 59.1 91.3 93.1 91.1
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